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Isozyme analysis of a cultured Platichthys stellatus stock
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Abstract: Horizontal starch gel electrophoresis was used to investigate the genetic diversity of a cultured Platichthys stellatus stock.

Only PGM* locus was polymorphic among fifteen loci which were examined from nine enzymes while the most common allele was less

than or equal to 0.99. The proportion of polymorphic loci was 6. 67% , the mean observed heterozygosity was 0. 0089, and the mean

expected heterozygosity was 0. 0303. The average effective number of alleles was 1. 0557.
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Fig. 1 Dorsal (left) and ventral (right) views of P. stellatus
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Tab.1 Names, abbreviations and E. C. numbers

B4 FX enzyme name

45 abbreviation E Br4%E E. C. numbers

SRR I Z B Isocitrate dehydrogenase
BEER B ZIME A AL EF Phosphoglucomutasse

FERE S EE Lactate dehydrogenase

6-BEFRH b A Glucose-6-phosphate isomerase
H B ¥E-6-BR 5 # B Mannose-6-phosphate isomerase
3F R BN S B Malate dehydrogenate

HImEE-3-BEER i SBF Glycerol-3-phosphalate dehydrogenase
KA BERFEHE B Asparatate aminotransferase
HBEY) I LEF Superoxide dismutase

ZFERE B Alcohol dehydrogenase

I BLEE A E B Sorbitol dehydrogenase

IDHP 1.1.1.42
PGM 5.4.2.2
LDH 1.1.1.27
GPI 5.3.1.9
MPI 5.3.1.8
MDH 1.1.1.37
G3PDH 1.1.1.8
AAT 2.6.1.1
SOD 1.15.1.1
ADH 1.1.1.1
SDH 1.1.1.14
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GPI, MDH. G3PDH. SOD #1 SDH, t# %] 15
AL, 7E 0.99 K B, PGM™ £ 735 1 /=,
LDH* | SDH* . G3PDH* . GPI-1* . GPI2* . GPI-
3* . IDHP* . SOD-1* ., SOD-2* . SOD-3* . MDH-
1* . MDH-2* . MPI-1* Fl MPI2* ¥ )y BA 25 {51 5,
Z AL A B 0.0667, XMW 2 & BE R
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Tab.2 Allele frequency, mean proportion of polymorphic

loci, mean observed heterozygosity, mean expected
heterozygosity and mean effective number of alleles

(A S gve | R
locus allele allelic frequency
LDH* ‘a 1
SDH* ‘a 1
G3PDH* ‘a 1
GPI-1* ‘a 1
GPI2* ‘a 1
GPI-3"* ‘a 1
IDHP* ‘a 1
SOD-1* ‘a 1
SOD-2* ‘a 1
SOD-3* ‘a 1
MDH-1"* ‘a 1
MDH-2"* ‘a 1
MPI-1* ‘a 1
MPI2* ‘a 1
PGM* ‘a 0. 65
*b 0.35
P4 =6.67% H,=0.0089 H,6=0.0303 A, =1.0557
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Fig.2 Electrophoretic pattern of nine enzymes of P. stellatus, MPI, PGM,
MDH, LDH, SDH, GPI, SOD, IDHP and G3PDH
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